Hyaluronan synthase 2 antisense transcript level associates with human
skin youthfulness as identified by transcriptome sequencing
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Introduction Verity expression data by skin aging genes HAS2-AS1 expression is decreased in SY versus no-SY group.
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Gene expression associated to skin youthful appearance

1) Healthy women of European descent, aged 18-89 years, and skin
type I/II were assessed on facial skin aging parameters and
COVariateS (n=122) SY group

2) Skin youthfulness (SY) was defined as the top 10% of individuals

whose assessed skin aging features were most discrepant with their
chronological ages.
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3) Skin biopsies from sun-protected inner arm were obtained from
SY (n=12) and no-SY (n=33) participants and subjected to 3’-end
sequencing for expression quantification. 3 [
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Figure 2 Heat map of gene expression profiles showing differences and DAPI in blue

4) SY accocited genes were verified by quantitative RT-PCR between SY group and non-SY group by unbiased clustering. A total
of 114 genes were found to associate with SY phenotype, with 104 sho-
wing decreased levels in SY group and 10 showing increased levels 1n

the SY group. A number of themes emerged from the SY genes 1denti- Figure 5 Immunofluorescence with antibody to HAS2 on sun-protected
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cation end products are known to associate with skin aging. in signal.
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